Study Finds Genetic Material
Patented by Moderna Pre-
Pandemic 1in COVID Spike
Protein

The lab leak theory as the origin of COVID became even more
plausible when scientists on Thursday announced they had found
genetic material owned by Moderna in the virus’ spike protein.

A team of scientists identified a 19-nucleotide-long RNA
sequence found in the virus’s furin cleavage site matching a
19-nucleotide sequence in a genetic segment owned and patented
by Moderna in February 2016 — four years before the pandemic
began. The research was published on Feb. 21, in Frontiers in

Virology.

The furin cleavage site is the part of the virus that makes it
so good at infecting people and distinguishes it from other
coronaviruses. It’s the furin cleave site that have led some
scientists to believe the virus could not have been acquired
naturally.
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According to BioSpace, SARS-CoV-2 is the only coronavirus that
carries 12 unique amino acids that can be activated by a
protease enzyme called furin. The furin cleave site on the
virus’ spike protein can bind to human cells to enter those
cells, so researchers sometimes add a furin site to viruses in
virology labs to make them more infectious.

There are 30,000 letters of genetic code, known as RNA. SARS-
CoV-2 shares a sequence of 19 specific letters with a genetic
section owned by Moderna — who has made billions from their
COVID vaccine. Twelve of the shared letters make up the
structure of COVID's furin cleavage site.

The researchers said there is a one-in-three trillion chance
the sequence, patented by Moderna, just randomly appeared
naturally through evolution.

According to documents, Moderna filed its patent in Feb. 2016
and it was approved on March 7, 2017. The patented sequence 1is
part of a gene called MSH3 known to influence how damaged
cells repair themselves in the body.
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Scientists in the study said the matching code could have been
introduced to the COVID genome through infected human cells
expressing the MSH3 gene.
coincidence.

Other scientists say it’'s a



https://www.dailymail.co.uk/news/article-10542309/Fresh-lab-leak-fears-study-finds-genetic-code-Covids-spike-protein-linked-Moderna-patent.html

President Donald Trump suggested from the beginning that SARS-
CoV-2 escaped from the Wuhan Institute Virology, but his
opinion was quickly dismissed by the mainstream media and U.S.
public health officials, including Dr. Anthony Fauci. However,
leaked Fauci emails showed top scientists in the UK and U.S.
had concerns about the “official” narrative that SARS-CoV-2
came from a market in Wuhan.

Sir Jeremy Farrar, a British expert, publicly denounced the
lab-leak theory as a ‘conspiracy’, yet admitted in a private
email in February 2020 that a ‘likely explanation’ was that
the virus was man-made. The narrative was suppressed as U.S.
officials warned debate about the origins could damage
‘international harmony.’


https://www.biospace.com/article/tiny-covid-19-gene-sequence-raises-question-but-is-it-only-a-quirky-observation-/

